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In the title compound, C 29 H 29 N 5 , the central pyridine ring and the two pyrazole rings are approximately coplanar, the dihedral angles between the pyridine and pyrazole rings being 3.94 (12) and 14.84 (12) . The pyrazole and phenyl rings on each side of the molecule are twisted with dihedral angles of 46.72 (8) and 73.39 (8) . One phenyl ring interacts with a pyrazole ring of a neighbouring molecule via a weak intermolecular C-HÁ Á Á interaction, which stabilizes the molecular packing.
Related literature
For general background, see: Dias & Gamage (2007) ; Zhou & Chen (2007) .
Experimental
Crystal data C 29 H 29 N 5 M r = 447.57 Triclinic, P1 a = 9.973 (3) Å b = 10.172 (3) Å c = 14.014 (4) Å = 110.940 (4) = 106.494 (4) = 94.583 (4) V = 1246.8 (6) Å 3 Z = 2 Mo K radiation = 0.07 mm À1 T = 298 (2) K 0.53 Â 0.43 Â 0.39 mm
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2002) T min = 0.963, T max = 0.972 6572 measured reflections 4332 independent reflections 2417 reflections with I > 2(I) R int = 0.023 Refinement R[F 2 > 2(F 2 )] = 0.047 wR(F 2 ) = 0.123 S = 1.05 4332 reflections 307 parameters H-atom parameters constrained Á max = 0.14 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày; Àz. Cg1 is the centroid of the C6-C8/N2/N3 pyrazole ring.
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2001) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and publCIF (Westrip, 2008) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: IS2264). bpipp), is a potentially tridentate pincer ligand by N-alkylation of a bispyrazolyl ligand.
The asymmetric unit of the title compound contains only one bpipp molecule (Fig. 1) . The pyrazole and pyridine rings are near-coplanar [inter-ring dihedral angles 3.94 (12) and 14.84 (12)°], whereas the pyrazole rings are twisted from the phenyl rings with the two dihedral angles 46.72 (8) and 73.39 (8)°. The phenyl ring interacts with the pyrazole ring of the neighbouring molecule to afford a weak intermolecular C-H··· π interaction (Table 1 ; Cg1 is the centroid of the C6-C8/ N2/N3 pyrazole ring) which stabilizes the molecular packing. The centroid to centroid distance between stacked pyridine rings is ca 4.88 Å, which is very long and prevents π-π stacking ( Fig. 2 ). All bond lengths and angles are normal.
Experimental
All chemicals were of reagent grade quality obtained from commercial sources and used as received, unless stated otherwise.
2,6-bis(5-phenyl-1H-pyrazol-3-yl)pyridine (bppp) was prepared by the general procedure of Zhou and Chen (2007) . A mixture of bppp (0.72 g, 2 mmol) and 60% NaH (0.32 g, 8 mmol) in dry DMF (15 ml) was stirred for 2 h at room temperature.
To the solution was added 2-bromopropane (0.98 g, 8 mmol). After stirring at 333 K for two days, the resulting solution was concentrated to 4 ml. Addition of H 2 O (15 ml) precipitated a pale yellow powder. Column chromatography involved elution with ethyl acetate/ petroleum ether (1:4) separated the compound as a white powder (0.56 g). Yield: 62%. Anal. Calcd for C 29 H 29 N 5 : C 77.82, H 6.53, N 15.65; Found: C 77.60, H 6.62, N 15.57 . MS (m/z): 447 (M + , 100), 432, 405, 390, 363, 334, 304, 195, 168, 115, 77. 1 8, 150.5, 144.5, 130.6, 129.3, 129.2, 129.0, 125.14, 118.1, 104.8, 50.3, 23 .2, 23.1. Colorless single crystals were grown from slow evaporation of a saturated MeOH solution of the compound.
Refinement
H atoms were positioned geometrically and treated as riding, with C-H bonding lengths constrained to 0.93 (aromatic CH), 0.98 (methylene CH), or 0.96 Å (methyl CH 3 ), and with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). 
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